ﬁ g& 2145 (No. 241)

RS PR R R E AR AR (10 A S E ) BB #HPMEREMTIHHEER
RIRIFRILRRRE (10877 KED) T 650-8570 ## P 1 1 R X N #NET6-5-1
Tel:078(322)6789 Fax:078(322)6763

i E SR E: .

<HWES>URPERREER/B|/E (10A 2K

FERS0FI0ADMERREEE (STD) ERMNACDHMERKIEL, MR I T I OT733H. HHEANILRIDAILARRIEH,
REQADO—T, WERREIHTY,

Ftr=. FAOFIATH~10A31BFETOBE (EREERE (A% ) OBEMNSIHELY .,
FFFIFEROBELEE (6561 Z EE>TWET, Ff, D! ’;‘E,.,\"”JI'E&03&‘%@”‘%19']%#&%3%(“&?}
EREANRROBRREDEEZZE LIIRICE., thOMERPEDIRESL TR T LY,

(2018%F10AZ2DEEHRE] WBMET A 124 (PIER) B 1 1, k1 FE R,
Nt VLT b2 £ 1B, E k2,762
SIDERIEHR (10AHFH) B OE E B B
f—% '|$ 0~4 | 5~9 [10~14[15~19|20~24|25~29|30~34|35~39|40~44|45~49|50~54|55~59|60~64(65~69| 70~ | &5t

o - s, 5 8 8 2 2 2 2 24
'léti%g =X /7:|_.\ j"rIE t 2 4 2 W 9
EI/ANILRZIDAILR | B 1 o ] ] 2 2 112
lu\*r— g 1 1 1 3
szovva—< [ B 1 1 2 7
T = S 5 4 2 ] ] ] ]
W RS = i 1 5

<%0)1'|ﬂ0):u7|<rlﬁ$&>
M) OEFREBEOM - 20~245% . 25~29m% ZE. 30~34m &2, 35~39m =&, 40~44F XK

[IEﬁGh\ﬁFaﬁwiiﬁ,u\%‘iﬁia& (2018458 ~20184108) ]

3890 T2 OT7 RREAE EI/ANILRR DA )L R BEETE
35 A 12 ¢
11
30 10
25 9
g 8
f: 20 = 7
oy = 6
= 15 z 5
3 ¥ 4
10 3
5 2
1
0 0
3 Ijj: I**ill_.\’nﬁ
16
14
12
=2 2 10
% -
= 2 8
4
2
0

SRR S N S A S S
SRR, @%c%@’%sv@vqﬁﬁﬁsﬁof'@ o D)
O 8 @ @ o 2 0 & L& &




RRFRHRKRERE (REREZER) FI0E

2018.11.15514F
{55 R ES) s S/ S, aureus DGR
A 84 9A 104 &t A 84 9A 104 &3 | w4 84 9A 10H &t
Aeromonas hydrophila 0 1 0 2 Acinetobacter spp. 2 3 0 18 MRSA 15 7 9 85
Bacillus cereus 0 0 0 1 Candida albicans 39 26 33 287 MSSA 2 4 5 43
Campylobacter jejuni 47 28 38 407 Enterobacter spp. 40 34 25 265 8 [AF LU Kbk 0 0 0 0
Campylobacter coli 2 0 0 3 Enterococcus_spp. 163 157 188 1649 4t 17 11 14 128
Campylobacter jejuni/coli 5 5 5 52 Escherichia coli 437 365 383 3637 S. aureus 17 11 14 128
Clostridium perfringens 0 0 0 4 Klebsiella pneumoniae 97 103 110 841 MRSA 2 4 0 29
Escherichia coli, EHEC/STEC 1 1 1 8 Pseudomonas aeruginosa 69 56 59 517 = |[MSSA 7 9 4 56
Escherichia coli, ETEC 0 0 0 1 Staphylococcus aureus 46 42 40 394 % AF VR 0 0 0 0
Escherichia coli , Z M1t 14 12 8 78 Staphylococcus =17 77— R Ratk 81 52 71 676 &t 9 13 4 85
Plesiomonas shigelloides 1 0 0 1 e e 974 838 909 8284 S. aureus 9 13 4 85
Salmonella 04 7 5 4 22 A 1809 1562 1757 | 16055 MRSA 0 0 0 0
Salmonella O7 4 0 3 12 g MSSA 1 0 0 1
Salmonella_08 0 0 0 4 JiikjE3 (ﬂ% ATV RBRE 0 0 0 0
Salmonella_09 1 1 0 5 B Fi4 8H 9H 10H & &t 1 0 0 1
Salmonella 013 0 0 0 2 Anaerobes 14 18 9 127 S. aureus 1 0 0 1
Salmonella B 0 0 0 1 Escherichia coli 108 94 84 866 MRSA 17 23 15 169
Shigella sonnei 0 0 1 2 Haemophilus influenzae 0 0 0 10 MSSA 29 19 25 224
Staphylococcus aureus 17 11 14 128 Listeria monocytogenes 2 0 1 9 R (AT VR 0 0 0 1
Yersinia pseudotuberculosis 0 0 0 1 Pseudomonas aeruginosa 10 13 13 84 &5 46 42 40 394
[ 99 64 74 734 Salmonella Paratyphi A 0 0 1 2 S. aureus 46 42 40 394
A 586 413 464 5088 Salmonella _spp. 1 1 0 7 MRSA 11 20 15 129
Staphylococcus aureus 37 38 39 365 i MSSA 26 18 24 236
{f (TALR) Staphylococcus =17 77— PRk 97 90 77 803 P AF ) R 0 0 0 0
AR, 8H 9H 104 Gt Streptococcus B 3 5 4 41 &t 37 38 39 365
adenovirus 40/41 2 0 1 11 Streptococcus pneumoniae 6 1 3 51 S. aureus 37 38 39 365
norovirus £~ B] 1 0 1 36 AR 278 260 231 2365 MRSA 103 91 130 1058
rotavirus 0 0 0 20 A 4007 3678 4072 | 38096 Wi MSSA 63 52 67 718
[k 3 0 2 67 g PIXI AR 0 0 0 0
AT 62 31 27 678 VR, KBRS IR LUV T ZUED OO K aat 166 143 197 1776
A 8H 94 104 &3 S. aureus 166 143 197 1776
E (JEh) Haemophilus influenzae 49 62 36 537 MRSA 148 145 169 1473
4 8H | 94 [ 108 [ &3 | Klebsiella pneumoniae 81 94 74 697 A [MSSA 128 102 125] 1276
& 1] 0] 0] 6 | Legionella pneumophila 0 0 0 1 it [AF U R 0 0 0 0
Mycobacterium tuberculosis 1 0 6 14 oat 276 247 294 2749
iR (MK, Bk, BafiikzeL) Mycoplasma pneumoniae 0 2 1 9
B LA 8H 94 10H &3 Pseudomonas aeruginosa 106 111 125] 1001
Anaerobes 9 13 13 89 Staphylococcus aureus 166 143 197 1776
Escherichia coli 24 14 22 162 Streptococcus A 3 0 2 11
Klebsiella pneumoniae 8 10 16 71 Streptococcus B 9 5 15 105
Mycobacterium spp. 0 0 0 1 Streptococcus pneumoniae 40 31 35 424
Pseudomonas aeruginosa 4 6 8 54 [ 455 448 491 4575 BRABRHIKRREBRE (BR2HE)
Staphylococcus aureus 9 13 4 85 A 1606 | 1395[ 1644 | 15574
Staphylococcus =727 —P etk 8 10 6 49 15 GRS
Streptococcus pneumoniae 0 0 0 2 JRIE FTE - S G (W) W R4 8 A 9A 10H A2F
[ 62 66 69 513 [ 8/ 9A 101 &3 Campylobacter jejuni/coli 0 0 0 2
A 306 277 308 2938 Candida albicans 36 28 34 316 Escherichia coli, EHEC/STEC 1 1 1 7
Chlamydia trachomatis 1 2 4 26 Salmonella 04 4 3 1 18
Jiihid Neisseria gonorrhoeae 0 0 1 2 Salmonella 07 0 4 1 17
[ 8/ 94 10H i Streptococcus B 38 25 43 350 Salmonella_08 1 2 1 24
Staphylococcus aureus 1 0 0 1 Trichomonas vaginalis 1 0 0 5 Salmonella 09 1 0 0 4
Streptococcus B 0 1 0 1 [P 76 55 82 699 Salmonella 013 0 0 0 2
Streptococcus pneumoniae 0 0 0 5 WAk 485 445 538 4909 Shigella sonnei 0 0 0 2
[Pl 1 1 0 7 [l 7 10 4 76
A 80 78 81 804 IRA 5966 | 5775| 6590 ] 65937
TREH TS J ORI S OB E 8 (T ANR)
P4 8 94 104 aF VANAL 8H 9H 104 &t
Haemophilus influenzae 47 42 40 620 norovirus GII 0 0 1 1
Neisseria meningitidis 0 0 0 1 IR 0 0 1 1
Streptococcus A 9 4 3 72 Ak 1 0 69 237
Streptococcus pneumoniae 47 40 25 370
AR 103 86 68 1063
A 949 822 985 9873
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DA VAL Bl B IR G AR T R A RO AR B (G )
A VAL, 8H [9A |10A|HFHUA~) Bk = | 8A | 9A 108 |/hitH1 A M| ARFAH ~) 8A [9A |10A|HF1A~)
s vFk— AR 1 1 ) BRRITF 1 1 4 1 2
- Bacillus cereus sreeases 4
7Y% — ARE4R 1 1 2 NI 0 2 0
7Y vk — AR5 1| 1 3 Campvlobacter ioimt BREAF | 7| 1] 2 17 o8 3 0
-ai, obacter jejuni
a7 — ARE6HY 2 1 3 7 o s | 7 3 3 51 4 1
a7 %— AREOM 1 2 Campvlobacter coli BRI 1 5 5 6 0
-ai, obacter coli
a7 — AREL0RY 1 1 o NI 0 8 0
a7 vk — ARE16% 5 6] 10 25 Clostridi " BRRITF 2| 5 31 . 9 0
lostridium periringens
=4 % — BRE A1 3] 2 5 perns e s 0 1 0
279 %— B 54U 3 3 . BRIRMF 1 1 12 1 3
— Enterococcus faecalis serees 1
=71 D68%Y 3 3 o g 75 0 THRIBI 13 0
T oa AT1R i~
70 AT L 2] 1 21 | £ coli, EHEC/VTEC ’W‘f}_ ! 4 18 0
To— 3 2 2 NI 1 3 22 0
To—] 17 =
A 13 25 Salmonella O4 ﬁ{iﬁ_ 3 5 23 0
To—18% 2 2 o] 2 2 25 2
N pixl} =
: =3 2 1 8 Salmonella O7 )ﬂ{iﬁ“ 0 1 28 0
A7 1 7 i1 1 5/27/44 0
AR 7 A (Hlpdm09 i HY) 2 5 36 BRIRMF 0 14/49 0
— Salmonella O8 sreeases 1
ARLAL T LW (HIFERY) 1 67 NI 1 B3264 0
BRILA T Y (IR FR#T) 77 BRIRMF 4 1 24 imp.19 0
— ~ Staphylococcus aureus sreeases 24 -
ISGAUT T 1 NI 0 uT 0
RS 6 7| 4 26 Strent . BRIRMF 1 1 | [ZAE2= 0 1 0 8
- reptococcus anginosus " &
LT 1 2 v ¢ o 0 AR IR 1 1] 1 12
5 =
L 2 1 Vibrio cholerae )ﬂ{iﬁ_ 0 1
Va= 1 18 NI 1 STDE A
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EhAZ =2 —F 1 16 i 10| 4| 3 59 MM (PCG) of o] o 1
77 1 1 8 w B 31| 17| 13 200 N RS2 M (CFIX ol o] o 1
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77 25 1 5 g 56 | 48| 43 566 [1E= ol o] o 3
7T 3 1 2 4 R AR 0 1 0 5
77 55 3 BRI o AP TBRBERERTEAT (&b B R A L) ) B of o] o 0
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