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B4 2f 34 45 &t [Eiia 2/ 34 45 &t Eiied 25 34 44 &t

Aeromonas hydrophila 2 0 0 2 Acinetobacter spp. 2 1 4 15 Candida albicans 39 64 45 207

Campylobacter jejuni 23 38 29 116 Candida albicans 46 50 54 212 Chlamydia trachomatis 8 5 5 22

Campylobacter jejuni/coli 2 4 2 8 Enterobacter spp. 20 22 21 91 Streptococcus B 56 89 66 275

Escherichia coli, EHEC/STEC 1 1 0 3 Enterococcus spp. 242 304 253 1070 itk 103 158 116 504

Salmonella 04 2 1 2 8 Escherichia coli 526 586 502 [ 2120 A 567 727 589 2510

Salmonella O7 0 0 1 8 Klebsiella pneumoniae 117 104 107 435

Salmonella_ 08 1 0 0 1 Klebsiella aerogenes 13 8 10 40 S S. aureus DNGER

Salmonella 09 0 0 2 2 Pseudomonas aeruginosa 71 64 66 277 Elia 25 34 44 &t

Salmonella 013 0 0 0 1 Staphylococcus aureus 58 60 57 253 MRSA 5 6 6 24

Salmonella il 0 0 2 2 Staphylococcus =7 77— B &tk 125 207 179 714 % MSSA 0 2 1 6

Staphylococcus aureus 3 3 7 33 Fhitt 3k 1220 1406 1253 5227 " AF VR 0 0 0 0

AL 36 52 45 181 R 2278 | 2485| 2420 9681 &t 5 8 7 30

[N 335 370 348 [ 1444 S. aureus 5 8 7 30
JIRIE3 MRSA 2 2 4 11

f# (T ANA) i a 2J1 31 471 aF ye |__MSSA 9 4 6 24

AN, 27 ] 4| & Anaerobes 2 23 19 99 ;‘IFJ ATV A 0 0 0 0

adenovirus 40/41 0 0 0 1 Escherichia coli 134 127 135 513 S8 11 6 10 35

norovirus FERH 0 5 7 13 Enterobacter spp. 11 13 7 41 S. aureus 11 6 10 35

[ 0 5 7 14 Haemophilus influenzae 1 0 0 1 MRSA 0 0 0 1

A 33 78 72 255 Klebsiella pneumoniae 44 36 36 164 a [ MSSA 0 0 0 1
Klebsiella aerogenes 6 5 2 20 ?%( AT LUK 0 0 0 0

(i) Listeria monocytogenes 1 1 0 2 A2t 0 0 0 2

5 A, 2H 3H 45 i Pseudomonas aeruginosa 14 17 9 48 S. aureus 0 0 0 2

Entamoeba histolytica 1 0 0 1 Salmonella spp. 1 0 0 3 MRSA 21 24 20 89

[k 1 0 0 1 Staphylococcus aureus 67 68 46 245 MSSA 37 36 37 164

B 35 38 61 139 Staphylococcus =727 7 —Patk 83 107 94 398 K| ATFVIRRBRE 0 0 0 0
Streptococcus B 7 2 6 28 S8 58 60 57 253

ZERlR (oK, MoKk, Bk L) Streptococcus pneumoniae 0 0 1 7 S. aureus 58 60 57 253

B4 2H 3A 44 oF [k 393 399 355 1569 MRSA 20 24 18 89

Anaerobes 18 31 15 98 WA 5671 6300 6045 | 24196 i MSSA 47 44 28 156

Escherichia coli 28 32 11 93 W AF VR 0 0 0 0

Enterobacter spp. 5 11 7 30 VR, [AE B IIRB L O FRGENDOMEL £ 67 68 46 245

Klebsiella pneumoniae 11 10 6 41 B4 2A 3A 4 a3 S. aureus 67 68 46 245

Klebsiella aerogenes 5 1 6 14 Anaerobes 31 40 48 175 MRSA 125 147 113 530

Mycobacterium spp. 2 2 5 Haemophilus influenzae 25 36 27 126 Wi MSSA 102 133 149 512

Pseudomonas aeruginosa 2 7 4 17 Klebsiella pneumoniae [ 67 73 292 o 2TV R 0 0 0 0

Staphylococcus aureus 11 6 10 35 Legionella pneumophila 1 0 0 1 S8 227 280 262 1042

Staphylococcus =7 77— B atk 7 9 9 40 Mycobacterium tuberculosis 29 44 45 139 S. aureus 227 280 262 1042

Streptococcus pneumoniae 0 0 0 1 Pseudomonas aeruginosa 87 119 106 423 MRSA 173 203 161 744

[ 89 108 70 374 Staphylococcus aureus 227 280 262 1042 & | MSSA 195 219 221 863

A 426 442 408 1723 Streptococcus A 1 3 0 4 B AF VR 0 0 0 0
Streptococcus B 21 26 19 86 &5 368 422 382 1607

i Streptococcus pneumoniage 13 28 18 81

BE4 25 3H 44 &t AL 517 643 598 [ 2369

Escherichia coli 0 0 1 1 A 1982 2325 2257 8665

Staphylococcus aureus 0 0 0 2

Streptococcus pneumoniae 0 0 0 2

AL 0 0 1 5

A5 103 149 136 516

NEEHFS L O IEEEA S DR

B4 2H 34 44 &t OE = =

Haemophilus influenzae 1 3 2 9 * T = E+J (%2021 ¢1 ﬁ ﬁ\bwﬁﬁ+_cj—°

Streptococcus A 0 2 1 10

Streptococcus pneumoniae 3 3 5 12

AL 4 8 8 31

NS 1219 1161 593 [ 4066
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