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i 5H 6 75 =i R4 5H 64 74 & B4 5H 64 74 &
Aeromonas hydrophila 0 0 1 3 Haemophilus _influenzae 16 8 14 47 Candida albicans 42 55 61 365
Campylobacter jejuni 19 28 35 198 Streptococcus A 2 2 2 16 Chlamydia trachomatis 3 2 4 31
Campylobacter coli 0 0 2 2 Streptococcus pneumoniae 18 23 23 76 Neisseria gonorrhoeae 1 0 0 1
Campylobacter jejuni/coli 1 1 5 15 ik 36 33 39 139 Streptococcus B 67 74 89 505
Escherichia coli, EHEC/STEC 0 0 1 4 A 594 653 867 6180 Trichomonas vaginalis 1 0 1 2
Salmonella 04 4 1 4 17 ik 114 131 155 904
Salmonella 07 0 4 1 13 IR A 620 676 716 4522
Salmonella 08 0 1 2 4 R4 5H 64 74 &t
Salmonella 09 0 0 0 2 Acinetobacter spp. 4 2 5 26 KiHSh7z S, aureus ONER
Salmonella O13 0 0 0 1 Candida albicans 45 54 59 370 R4 5H 61 7H &%
Salmonella Zfth 0 0 0 2 Enterobacter spp. 24 21 34 170 MRSA 3 3 4 34
Staphylococcus aureus 5 3 6 47 Enterococcus spp. 250 260 298 1878 * MSSA 2 0 2 10
[ 29 38 57 305 Escherichia coli 489 562 595] 3766 @ [ LTV R 0 0 0 0
TR 324 359 436 2563 Klebsiella pneumoniae 114 108 120 777 &3 5 3 6 44
Klebsiella aerogenes 13 13 13 79 S. aureus 5 3 6 44
f# (TA/LR) Pseudomonas aeruginosa 71 60 73 481 MRSA 4 8 4 27
AV AL 5H 64 74 &t Staphylococcus aureus 46 58 76 433 2= |  MSSA 7 5 10 46
adenovirus 40/41 0 0 0 1 Staphylococcus =17 75— PPk 185 208 243 1350 ;TJ AF VR 0 0 0 0
norovirus FEARE 6 5 2 26 ik 1241 1346 1516 9330 58 11 13 14 73
S 6 5 2 27 A 2364 2456 2740 17241 S. aureus 11 13 14 73
A 55 76 61 447 MRSA 1 0 0 2
IiR{:3 B MSSA 1 0 1 3
(5 R, SH | o1 [ 71 | &2 it | 2T I AR A 0 0 0 0
Jil A4 5H 61 7H [oxin Anaerobes 32 26 40 197 &8 2 0 1 5
Entamoeba histolytica 0 0 0 1 Escherichia coli 144 146 173 976 S. aureus 2 0 1 5
AR 0 0 0 1 Enterobacter spp. 8 12 18 79 MRSA 23 27 41 180
TR 52 39 41 271 Haemophilus influenzae 1 0 0 2 MSSA 23 31 35 253
Klebsiella pneumoniae 43 24 53 284 R AFIV K 0 0 0 0
el (MK, Bk, BEEEARL) Klebsiella aerogenes 4 5 4 33 & 46 58 76 433
B4 5H (] 7H aF Listeria monocytogenes 1 1 0 4 S. aureus 46 58 76 433
Anaerobes 16 40 21 175 Pseudomonas aeruginosa 22 10 11 91 MRSA 21 20 29 159
Escherichia coli 19 27 31 170 Salmonella spp. 0 1 3 7 i MSSA 37 33 38 264
Enterobacter spp. 14 9 12 65 Staphylococcus aureus 58 53 67 423 P AT VR 0 0 0 0
Klebsiella pneumoniae 4 13 9 67 Staphylococcus =777 —Badk 155 107 129 789 £% 58 53 67 423
Klebsiella aerogenes 3 3 4 24 Streptococcus B 6 12 9 55 S. aureus 58 53 67 423
Mycobacterium spp. 2 0 0 7 Streptococcus pneumoniae 1 0 0 8 MRSA 112 90 108 840
Pseudomonas aeruginosa 3 4 4 28 [ 475 397 507 2948 v MSSA 162 119 111 904
Staphylococcus aureus 11 13 14 73 [T Ra 6143 | 6242 6882 43463 9 AF VKRB 0 0 0 0
Staphylococcus 22777 —FRafk 9 8 6 63 7 &8 274 209 219 1744
Streptococcus pneumoniae 0 0 0 1 VSR, RAE WS IRB L O FETED SO S. aureus 274 209 219 1744
S 81 117 101 673 B4 5H 64 7H &F MRSA 164 148 186 1242
TR 380 488 430 3021 Anaerobes 34 13 25 247 4 MSSA 232 188 197 1480
Haemophilus influenzae 31 15 16 188 g AT VR 0 0 0 0
iRl Klebsiella pneumoniae 76 63 71 502 & 396 336 383 2722
B4 5H (] 74 aik Legionella pneumophila 0 0 0 1
Escherichia coli 0 0 1 2 Mycobacterium tuberculosis 22 32 31 224
Staphylococcus aureus 2 0 1 5 Pseudomonas aeruginosa 89 122 129 763
Streptococcus B 1 1 0 2 Staphylococcus aureus 274 209 219 1744
Streptococcus pneumoniae 0 0 0 2 Streptococcus A 1 1 1 7 = ~ A S,
iR 3 1 2 11 Streptococcus B 23 17 13 139 * [EEHIX2021F1 AN DRI TT,
TR 116 135 168 935 Streptococcus pneumoniage 24 19 19 143
ik 574 491 524 3958
A 2115] 2078 2286] 15144
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