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B4 71 8H 9H &t H R4 78 81 9H il
Aeromonas hydrophila 1 3 1 7 Haemophilus influenzae 14 7 1 55
Aeromonas hydrophila/sobria 0 1 0 1 Streptococcus A 2 0 1 17
Campylobacter jejuni 35 24 26 248 Streptococcus pneumoniae 23 4 4 84
Campylobacter coli 2 0 1 3 [ 39 11 6 156
Campylobacter jejuni/coli 5 0 0 15 AR 867 760 798| 7738
Escherichia coli, EHEC/STEC 1 3 1 8
Salmonella 04 4 9 2 28 JR
Salmonella 07 1 0 3 16 T4 7H 8H 9H &l
Salmonella 08 2 1 0 5 Acinetobacter spp. 5 3 5 34
Salmonella 09 0 0 3 5 Candida albicans 59 60 61 491
Salmonella 013 0 0 0 1 Enterobacter spp. 34 34 25 229
Salmonella Z o 0 0 0 2 Enterococcus spp. 298 275 250 | 2403
Staphylococcus aureus 6 7 6 60 Escherichia coli 595 635 574 4975
Bk 57 48 43 396 Klebsiella pneumoniae 120 135 123 1035
Ak 436 415 455 3433 Klebsiella aerogenes 13 18 17 114
Pseudomonas aeruginosa 73 104 107 692
fEH (T ALRA) Staphylococcus aureus 76 60 64 557
A VAL, 7H 8H 94 &t Staphylococcus 27777 —-Pak 243 258 267 1875
adenovirus 40/41 0 1 1 3 [l 1516 1582 1493 | 12405
norovirus FEA ] 2 1 0 27 IRAE 5 2740 |  2797] 2608 | 22646
(il 2 2 1 30
A 61 53 32 532 Jiikicd
4 7H 84 9H Bk
{58 (JFd) Anaerobes 40 34 34 265
JR A 74 84 94 Bk Escherichia coli 173 167 154 1297
Entamoeba histolytica 0 0 0 1 Enterobacter spp. 18 5 10 94
Bk 0 0 0 1 Haemophilus influenzae 0 0 0 2
B 41 52 71 394 Klebsiella pneumoniae 53 58 39 381
Klebsiella aerogenes 4 10 0 43
AR (K, Bk, BIfiikAeL) Listeria monocytogenes 0 1 0 5
B4 7H 8H 9H ailk Pseudomonas aeruginosa 11 16 26 133
Anaerobes 21 17 23 215 Salmonella spp. 3 2 10 19
Escherichia coli 31 22 31 223 Staphylococcus aureus 67 61 69 553
Enterobacter spp. 12 6 5 76 Staphylococcus =775 —Plat 129 122 110 1021
Klebsiella pneumoniae 9 13 9 89 Streptococcus B 9 7 7 69
Klebsiella aerogenes 4 3 17 44 Streptococcus pneumoniae 0 3 2 13
Mycobacterium spp. 0 1 0 8 S 507 486 461 3895
Pseudomonas aeruginosa 4 7 7 42 A 6882 6692 6304 | 56459
Staphylococcus aureus 14 6 16 95
Staphylococcus =775 — Ptk 6 5 10 78 VR, SRS d LU F SUED D OB KL
Streptococcus pneumoniae 0 0 0 1 iied 74 8H 9A &3
il 101 80 118 871 Anaerobes 25 29 21 297
TR 430 384 454 3859 Haemophilus influenzae 16 30 28 246
Klebsiella pneumoniae 71 38 39 679
ki Legionella pneumophila 0 0 0 1
B4 7H 8 H 9H ik Mycobacterium tuberculosis 31 42 43 309
Escherichia coli 1 0 0 2 Pseudomonas aeruginosa 129 160 145 1068
Staphylococcus aureus 1 1 1 7 Staphylococcus aureus 219 241 265 2250
Streptococcus B 0 0 0 2 Streptococcus A 1 1 1 9
Streptococcus pneumoniae 0 0 1 3 Streptococcus B 13 27 14 180
[ 2 1 2 14 Streptococcus pneumoniae 19 25 20 188
Ak 168 97 157 1189 [ ZAER 524 643 626 5227
TRAE 5 2286 | 2432 2397] 19973
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Bt 7A | 8A | oA | &df
Candida albicans 61 52 53 470
Chlamydia trachomatis 4 6 7 44
Neisseria gonorrhoeae 0 1 0 2
Streptococcus B 89 73 72 650
Trichomonas vaginalis 1 0 0 2
Bt gk 155 132 132 1168
AR 716 641 699 | 5862
iiEhiz S. aureus DR
[Eiiga 7H 8H 9J] aat
MRSA 4 5 5 44
MSSA 2 0 1 11
{j;iz AT VUK 0 0 0 0
&k 6 7 6 57
S. aureus 6 7 6 57
MRSA 4 2 12 41
g MSSA 10 4 4 54
3l )‘9:“‘/U‘/§E7fﬁﬁ 0 0 0 0
&t 14 6 16 95
S. aureus 14 6 16 95
MRSA 0 0 0 2
B MSSA 1 1 1 5
o )‘9:“/U‘/§E7fﬁﬁ 0 0 0 0
&k 1 1 1 7
S. aureus 1 1 1 7
MRSA 41 24 25 229
MSSA 35 36 39 328
K| ATV RRTE 0 0 0 0
&k 76 60 64 557
S. aureus 76 60 64 557
MRSA 29 30 37 226
I MSSA 38 31 32 327
e AT VUK 0 0 0 0
&t 67 61 69 553
S. aureus 67 61 69 553
MRSA 108 104 122 1066
v MSSA 111 137 143 1184
w5 )‘9:“‘/U‘/§E7fﬁﬁ 0 0 0 0
&k 219 241 265 2250
S. aureus 219 241 265 2250
MRSA 186 167 201 1610
A | _MSSA 197 209 220 1909
G ATV K BRTE 0 0 0 0
&k 383 376 21 3519
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