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B4 14 2A o
Candida albicans 50 39 39
Chlamydia trachomatis 2 6 3
Neisseria gonorrhoeae 0 1 1
Streptococcus B 56 59 115
[l 108 105 213
AR 569 570 1139
B S. aureus DGR
B4 1 2A it
MRSA 2 1 3
I MSSA 1 4 5
i AF VIR 0 0 0
e 3 5 8
S. aureus 3 5 8
MRSA 8 4 12
7 MSSA 7 5 12
i [ 2T R 0 0 0
il 15 9 24
S. aureus 15 9 24
MRSA 0 0 0
B MSSA 0 1 1
& Z‘?"/U‘/ﬂ%*ﬁﬁ 0 0 0
il 0 1 1
S. aureus 0 1 1
MRSA 31 21 52
MSSA 51 37 88
R | AT VIR 0 0 0
il 82 58 140
S. aureus 82 58 140
MRSA 37 31 68
L MSSA 52 50 102
e Z‘?"/U‘/ﬂ%*ﬁﬁ 0 0 0
il 89 81 170
S. aureus 89 81 170
MRSA 125 127 252
v MSSA 139 126 265
95 AF VIR 0 0 0
il 264 253 517
S. aureus 264 253 517
MRSA 203 184 387
(=) MSSA 250 223 473
i AF VR 0 0 0
il 453 407 860
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B4 1/ 25 At
Acinetobacter spp. 3 3 6
Candida albicans 70 80 150
Enterobacter spp. 28 25 53
Enterococcus spp. 326 271 597
Escherichia coli 520 496 1016
Klebsiella pneumoniae 148 122 270
Klebsiella aerogenes 17 10 27
Pseudomonas aeruginosa 102 68 170
Staphylococcus aureus 82 58 140
Staphylococcus 27 77— Btk 250 164 414
PP 1546 | 1297 2843
WA 2737 2337 5074
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B4 1 25 &
Anaerobes 38 26 64
Escherichia coli 135 103 238
Enterobacter spp. 8 7 15
Haemophilus influenzae 1 0 1
Klebsiella pneumoniae 36 38 74
Klebsiella aerogenes 8 2 10
Listeria monocytogenes 0 1 1
Pseudomonas aeruginosa 10 10 20
Salmonella spp. 1 1 2
Staphylococcus aureus 89 81 170
Staphylococcus 27 77— Btk 113 102 215
Streptococcus B 14 0 14
Streptococcus pneumoniae 0 2 2
AR 453 373 826
WA 6515 5670 12185
IR, RAE WS NIRIBS L O T RGEN OO KL

B4 1/ 25 B
Anaerobes 30 26 56
Haemophilus influenzae 31 21 52
Klebsiella pneumoniae 100 70 170
Mycobacterium tuberculosis 46 43 89
Mycoplasma pneumoniae 1 0 1
Pseudomonas aeruginosa 134 124 258
Staphylococcus aureus 264 253 517
Streptococcus A 2 0 2
Streptococcus B 22 22 44
Streptococcus pneumoniae 14 8 22
[k 644 567 1211
WA 2287 2051 4338

B 1A 2 Bt
Aeromonas hydrophila 1 0 1
Campylobacter jejuni 36 17 53
Campylobacter jejuni/coli 0 1 1
Salmonella 04 2 0 2
Salmonella 09 1 0 1
Salmonella #£AH] 1 0 1
Staphylococcus aureus 3 5 3
R 44 23 67
A 401 305 706
f# (IAN2R)
AN AL 11 2J] it
adenovirus 40/41 0 3 3
norovirus f~H] 22 6 28
rotavirus 5 0 5
R 27 9 36
R E 166 110 276
8 (i)
S 4 14 25 it
TR 3 0 3
ZERR (MoK, K, BIffik7ZRL)
B4 14 25 &
Anaerobes 31 17 48
Escherichia coli 22 17 39
Enterobacter spp. 5 2 7
Klebsiella pneumoniae 12 12 24
Klebsiella aerogenes 0 1 1
Mycobacterium spp. 0 1 1
Pseudomonas aeruginosa 10 7 17
Staphylococcus aureus 15 9 24
Staphylococcus =17 77— etk 3 6 9
R 98 72 170
A5 465 406 871
k(A
B4 14 25 it
Staphylococcus aureus 0 1 1
Streptococcus pneumoniae 0 1 1
[k 0 2 2
A5 134 144 278
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B4 14 25 it
Haemophilus influenzae 3 2 5
Streptococcus A 3 0 3
Streptococcus pneumoniae 2 0 2
R 8 2 10
A 633 442 1075
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